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i RNA EXTRACTION

FreeZol Reagent
Safe and low in toxicity iE?l]S; ;88 rmn: 2288 :i:i;

O REHEBIAIRMEF

AMERSS ~ BCPM B DB - EBCMEEME - 7NAR/IVOEZIREUKEERNA
© WHIDilution BufferpBiE B SEMME » B ORERIREIRNA LB R
O EREREF - ERALE

Precipitate Impurities Precipitate RNA
—p [ —) [ [
Centrifuge Centrifuge Centrifuge
at room atroom atroom
temperature temperature temperature
Lyse sample Add Dilution Buffer Pipette RNA-containing Add isopropanol Wash RNA with Dissolve RNA

@ Nontoxic supernatant 75% ethanol
@ Easy to obtain @ Easy to absorb

The lysate separates Precipitate RNA
intfo aqueous phase
and organic phase
—p &> —=p [ G
Centrifuge at 4 °C Centrifuge at 4 °C
Lyse sample Add chloroform Pipette RNA-containing Add isopropanol Wash RNA with Dissolve RNA
agueous phase 75% ethanol

VeZol Reagent

| - . . #R411-01 100 ml (100 rxns)
Ultra classical organic extraction #R411-02 200 mi (200 rxns)

© Monophasic solution of phenol and guanidine isothiocyanate

O EMABMIERE © BrRRARAE

VeZol-Pure Total RNA Isolation Kit

. a1g e ] #RC202-01 100 rxns
VeZol lysis + Silica membrane purification "

© 58 HZFR(BHEEE) + R OB - RNAEESRZERE  RNAMIESREB A
O BAXE : 200 E5T M AR TV mMRNA

' e

Sample Lysis Chloroform Extarction Supernatant Transfer Centrifuge Wash Elute



FastPure Cell/Tissue Total RNA Isolation Kit V2

Rapid column extraction of total RNA #RC112-01 50 rxns

O EERMERA > 2[EERBHLD - 60 HEENSRNAELD
FastPure gDNA-Filter Columns Il : #3EDNase | B _F5H1ME » —5 EBRgDNAS

FastPure RNA Columns Il : SESF HAERNA
BRI - A BAES - HE

IxmigsR KmE  AEEEQW)  RNA(ug) ERrE L kmE  AMEERFE)  RNA(ug)

HEK 293 2 X106 100 8-10 10 mg 100 35-50

HeL 1X 108 100 10 Rat Liver
ela 1 mg 50 3-4
A549 3X10° 50 7
Rat Brain 10 mg 100 3-5
Cell Hacat 1.8 X107 50 45-50
Rat Kidney 10 mg 100 25-30
1 X105 50 1
HepG2 -
5X 104 30 0.3-0.4 Animal | FatSpleen 10mg 100 80-40
Tissue

Macrophage 5X 104 30 0.2-0.3 Rat Heart 10 mg 100 5-7
Escherichia Coli 50 60-80 Rat Lung 10 mg 100 10-15

. Staphylococcus 50 15-05 Rat Muscle 10 mg 100 3-5

Bacteria aureus 1 X109
Rat Fat 10 mg 100 2-4
Ehictecacets &l =10 Rat Intestine ~ 10mg 50 40-50

FastPure Universal Plant Total RNA Isolation Kit

Compatible with plants rich in polysaccharide and polyphenol ARCATT-OT S0 xns

@ aﬁsaE!"*‘g'z" IEﬁUT%E/\EEZi EREEH#  MEAREZE MR ERIKAIBeta—MezDTT
EERACRLSR - 20BEREED - 11D ERISRNAEY) !
FastPure gDNA- Fllter Columns Il : #ZEDNase | f& FH1L » —5EBRgDNAIS 72
FastPure RNA Columns V : SESRAERNA
© Buffer EL : A?”ﬁ@%@fﬁfm xan
© Buffer PSL : BEXRMEZEZHIEYIZR SR
*ERFRAREL BEYER - CESHIEREYIRREE
O FHEEPDIRFZEERE T - HRBRRENAEAE © SEEVazyme #RC401

e EaE BB A
Simple plant tissues wheat, rice, corn, arabidopsis, tobacco, v
(tender leaves, stems, roots) rape......
polysaccharides & 50-100 mg cotton leaves, soybean leaves, pine
polyphenolics-rich plant leaves needles, ginkgo leaves, fig leaves, v
gardenia leaves......
Plant tissues with high starch contents wheat seeds, corn seeds, red bean seeds, v
20-50 g potatoes, sweet potatoes......
Plant tissues with high oil contents soybean seeds, sesame seeds, peanut v v
seeds, rapeseeds......
fruit flesh 100-200 mg watermelons, apples, peaches, pears, v
bananas, mangos......
fungi 20-100 mg Lentinus, Tricholoma gambosum, Pleurotus v

ostreatus, Neurospora crassa......



EVERIS|ETIRANSIERRATI@IN

RNase H  cDNA =GC ~ EMENR PiEk
prict e EHEE @AM AEF ]

37°C . HEMSMS

R RERE  FHREM (5

iscri °C ~ 50° TR{E o 5] . R N
Hiscript Il 37°C ~ 50°C  #&{E 20 kb = ABmin 2. EABERNAR R
—_— 1. AREFEFRRE ¢ 5 min
Hiscript IV 37°C ~50°C  #&fE m 15 kb = 5min 2 RE ~ H5REZ - [FAFRNA

SREE

HiScriptlll Reverse Transcriptase
Hl)

O HMEM=FZE5R - Ethanol ~ Isopropanol ~ Water—balanced phenol ~ Guanidine isothiocyanate -
Humic acid
O BRPEHERE « FEEERNA
® PCR or Cloning : 37°C/ 45 min (50°C for GC rich & 2nd structure)
gPCR : 37°C/ 15 min (50°C for GC rich & 2nd structure)

Murine RNase inhibitor

#R301-01 2000 U

Enhanced antioxidant capacity e
#R301-03 20000 U
(40 U/pl)

© BAESME/LEMERARNase : fH8Human RNase inhibitor » Murine RNase inhibitor A& ¥&1E
FEREBRNAYE BB BL (cysteines) » R ESEMBEMERINFHIE
O BEZiN4)&fERNase (RNase A~ B~ C) » {RERNA

MISEELLANEQUS

Em Bigk 2k B!
DNase |, RNase-free (1 U/pl) EN-401 1000 U (1 ml) 10000 U (10 ml) 10 pl/z FEREFEE #INA1 pl DNase |
dNTE Mix (10 m each) P031 1 mi*1E 1 mix5E 50 ul PCR 20 ul RTEEAMAL pl INTP
Heat-labile UDG (1 U/j) P05 100 U 500 U 50 pl PCR E#EMA1 pl UDG
DEPC Water DO121 500 ml 500 mi*4#

ZEEBEE - BEREERELDERIUBBEEI
RNase, RNA and DNA Remover ~ R504 250 ml *IE R tip » eppendorf ~ tube » {5818 HIE(FA
*RERRETREINARER G - SRS EEEIEAE



Reverse Transcription for all purpose | II\I CJ

Oligo (dT)20 VN ~ Random Primers¥&IL 815% » Htt sl DAL RS RIEF RKIMABES | FRIDRNEE S ¢

1. Oligo (dT)20 VN : 5| 3wt A HEE » BIREESmRNARpoly(A) tail 5'l% » (R ESME RCDNARENES
2. RiEiEEs A FRRNase HiE M : ##%8RNase HREEZRNATMIR R FEICDNAS R @ (RER F ERcDNAS B EIRFIEINES
3. gDNA wiper Mix : 42°C/ 2 minfll/& Z&FR7E 8 gDNA

HiScriptlll 1st Strand cDNA Synthesis Kit (+gDNA wiper)
. . ) #R312-01 50 rxns
O BRLEIES « S TRER : B8 BRI Eprimer e
O HMEMSFZE® : Ethanol ~ Isopropanol » water—balanced phenol
Guanidine isothiocyanate + Humic acid

® PCR or Cloning : 37°C/ 45 min (50°C for GC rich & 2nd structure)
gPCR : 37°C/ 15 min (50°C for GC rich & 2nd structure)

M  3.6kb 4.6kb 4.8kb 7.1kb 9.9kb 15kb

IAHiScript Il #E88% EYIcDNAE{TPCRIEIE » DNAMEHE—BESS

HiScriptlV 1st Strand cDNA Synthesis Kit (+gDNA wiper)

. : . . T . . #R412-01 50 rxns
Faster reaction: Efficient reverse transcription in 5 minutes T

§ crm QR I 3 S (20 pl/rxn)
O WRASENER SR TRRHR | RIEEARIABprimer ;

O BRFEGFBERE - BERBERNAKSD
© FREMEES  SDTES M KES kb cDNA
© E=tEHiScript IIES » EEEHCHE
© No RT Control : ANz EFi#EEAIZ 4 ¥ HR4H - M ERNAKMmE S A IDNAKE R
® PCR or Cloning : 50°C/ 5 min (30 min for more cDNA)
gPCR : 37°C/ 15 min (50°C for GC rich & 2nd structure)

9.9 kb (293T cDNA)

e e N s s m
e ) il ) s it PRSP
—— 10 min

T ) D Gl i — i e — ——t it
— @ 15 min

O

M R412 R312 Supplier A Supplier B Reaction Time
TEEAAHIScript Il & E 3RS ¢ HiScript ViFEigRRBEEEF S



Reverse Transcribe organic extracted RNA and only for
DNaseftAR72EBgDNA > FB5epk idges

1. 55— : gDNA wiper Mix 42°C/ 2 minfB{/E 2R 1k % B8 2 gDNARSRE
2. BTH : Pre-MixBEIBLREEHERREFRARYD @ BMRIESE
3. A’ERandom Primers/Oligo (dT)z0 VN Primer Mix : cDNAZEZ&A1E

HiScript lll RT SuperMix for gPCR (+gDNA wiper)

Remove residual gDNA thoroughly for more reliable results

#R323-01 100 rxns

(20 pl/rxn)
O ERBHEIRNALR ; TiFER R MgPCR
O BHAHEINER - MEMNZIEEREFIEN TEERERERNA
© 2WRE2HRIE : FHUEBFRIZ B IDNAB AL iR
O] qPCR 2@ Ak il (50 C for GC rich & 2nd structure)
015 Isopropanol Guanidine Isothiocyanate
. ‘ Ethanol Water-balanced Humic acid
"“ =5 : f@ 5 x HiScript Il g—ﬁz : Phenol
\ 4 x gDNA wiper Mix qRTSupeerx {:{:} 5
42'c 2min 37"C 15 min .
85C 5 sec 18 min
RNA contaminated with gDNA cDNA T R S I R S <§<é @‘}
42°C/ 2 minfEERRgDNA > BRE A SuperMix—E25e FFE8% Impurity tolerance
18 min M 1S &EZFCDNA HiScript IIP] il ZRNAZE BB B BB WA TIS HE
Hela cell Mouse liver Arabidopsis leaf
Intact RNA Degraded RNA 2 Intact RNA Degraded RNA % Intact RNA Degraded RNA =¥

30

35

525

e} g 30

25

20.
G1 G2 G3 G4 G5 G1 G2 G3 G4 G5 G1 G2 G3 G4 G5 G1 G2 G3 G4 G5 G1 G2 G3 G4 G5 G1 G2 G3 G4 G5
Genes Genes Genes

TEENYARRR ~ BNYDARA - TEMBAIVTT RS R BERNAKR T - DAI#HR323 iR BT A EI AR (G1~GoRIRDIT - #R323EH 3#%@1&&@

HiScript IV RT SuperMix for qPCR (+gDNA wiper)

Superior reverse transcription efficiency (20 plirxn)

O ERABMEZERNAKS ; /ﬁ%ﬁ:-\EAEP\ﬁQqPCR
O EEBHEAENERE - FEMm
O BREBEFEREBR :Eﬁ%ﬁ F TEE%% |3¢ﬁ¢RNA7fj<uu » EHBEE A AcDNA
O 2WRE2HRIE - SRR BRIEEIDNARE STAE IS EE

® gPCR : 37°C/ 15 min (42°C~55°C for GC rich & 2nd structure)

5 v &, g Animals Plant X Microbe ;—;ﬁ%@,‘#% ﬁﬂiﬁkh &
SR 5x gDNA wiper Mix = = # ?]RTHSIISJSZFI\BIL\(/ BRI - HE
j 42°C 2min \;[ 370 15 min ﬁ {:{} I6) g - oA . an > Vazyme #R4238
N i S T T N T LT susaass
FiA contaminated vin GONA A °°”A ™ T el L ONAB BRI B
i) Hppgs 3
42°C/ 2 minE £ DNA > FSRASuperMix—B5SAL 8058 - Rt B BHCHE
18 min w5 15 852 FcDNA S s e e B SR E Sl et
*+@ * Vazyme #R423 - - ® - Supplier A+ +® + Supplier B Supplier C
Ampiification Plot Notes: ACr = C+(Suppliers) — Cr(Vazyme #R423)
551 R2=0.999 e |
# | 93 THRHRNALE Human FFPE samples Degraded 293T cells (Rin=1) a2 A\ fEAE e 4E
/ B7E10EHE I L4 B ~ RE293T
g HRERIBHE S . ’j:_:.’_'__'_'.‘:.'.'_'."'_' T B MR th% VazyA me
i mE®BERer i #R423EBEEIEF & AL
/ B ' cDNAE SR A1
1pg 100r1g 10ng 1 y@/,w 1pg h ﬁﬁtll:lélE{EEE’\]CT{E
© 1 2 2 24 2 2 % = 3% % B 4 *+@ + Vazyme #R423 - - ® - Supplier A+ +® * Supplier B Supplier C

Cycle

ACr = Cr(Suppliers) — Cr(Vazyme #R423)



Reverse Transcribe column purified RNA and only for
Pre-Mix 8187855 R & DNase + i R FEFIE R D :

1. — B EFRIE B gDNA + gk
2. Heat-labile DNase : ZR{FFIRRAFRZEDNA
3. AsERandom Primers/Oligo (dT)z0 VN Primer Mix : cDONAEZ&A1E

HiScriptlll All-in-one RT SuperMix Perfect for gPCR

#R333-01 100 rxns

One-step for cDNA synthesis & gDNA elimination B

© BERAEMAERNAL R ; TEB ERRMgPCR

O IZTEEBIHTREBIEZE : 157 E—E ST = FRgDNAL 31 8E i

O REEEEDNase - E}ﬁf’ﬁﬁﬂﬁﬂ? 7EBBgDNA ; FHZEL0°CRIKERIE - cONAEYIREEIZTE
AJRB7CHIERT R ~ 4CHER4E ~ REBIRFI30X

® gPCR : 50°C/ 15 min

5 S Enzyme Mix . RNA Input 10 ng RNA Input 1 pg HEN AR ~ B
== 5xAll-in-one qRT SuperMix —r = 351 309 - BEYES
E 50°C 15 min T @ wl ) RNA&Vazyme

85°C5 sec Hela i #R333 B All-in-One

RNA cDNA 15 min cell 254 ° ] Ef (Supplier TG-
HEERNA+Enzyme Mix+ 5X SuperMix+ H20 —ZEESRE : ol o HTG-E~TI) &

15 min —5 58 EPRgDNA+ L EEEE . N JEAII-in-One & @
0.5 (Supplier Vazyme
) #R323  TA) [EIESE
Mouse ) W BLQPORS
- - SV #R333

s 4 Vazyme #R333AH ’gﬁ . ;fyjme s

e HICDNATE & T T2 e
o1 I -20°CTEIRMCE . e
0.0 188 - ACTESTE0.55R % ] 2]

Arabid . Vazyme #R333
O N N R S s rabidopsis TGH
PSS PR P SR ,\v\{b «v\\'o FHEA leaf I S M TGE
QO O O O N2 i 49 . &Q 254 204 -
A A A A O O E XS e"’ \\6\
k) ) k) k) 13 YT @0 @ oD Bl Vazyme #R323
20- 154 . TA

NACrt = Cr (different condition) - Ct (-20°C)

HiScript IV All-in-One Ultra RT SuperMix for qPCR

#R433-01 100 rxns

All-in-One : Convenience Meets High Performance

(20 pl/rxn)
© BAEREAE{ERNAKR ; NEFERRMIPCR
O ERBIETEBHMER  ERE(H) J°=T R&REZE - FERERNAKS - BEAES G ACDNA
O IREBIFTRIEIERIE : 59 EE—E T EFRgDNAE Lﬁiﬁfﬁ’
© AEHEEDNase - ERIEB LR jm’gDNA FFES0°CEIKEHIE - cONAEREZEEIZE
® gPCR : 50°C/ 5 min
"""" Vazyme #R433 . GeneralRTProguct m R smn  203TAHHBRNAZ BAEE:
" DNA Elimination +RT “ gDNA Eliminatio ‘ o [ | ;12""” 5 min » 10 min ~ 15 min
g imination min N b S /=
RNA+S: Mix+ ddH RNA +DNase | +ddH20 1500 ﬁﬁgﬁ{é}&{j’_&%fﬁ
+ SuperMix +ddH20 ’ &) DT > GERFEN -
V. < 1000 Vazyme #R433 5 min
- BRI HCONAR
! wozen | B - EIRTEE 15 min
50°C 5 min min 0.00 3 =
85°C 5 sec G1 G2 G3 G4 ﬁ@ﬁ%ﬂ?zu TE HCT1E
RT RT reaction mix setup
CII;JA - / : 4 Animal cells Plant tissues Animal tissues
Y/ Mixture fr;m last step 1: mam 2T E YA
C15min | 2 R §M9)J B EERR
37°C 16 min
85°C 5 sec % 5 @ /\\/\ A *ij:\em |:|ﬁl:| ’ Vazyme #R433%ﬁ5
CQ‘?‘A T 7A/ \// Supplier B D/(E%Zﬁﬁ%ﬁ%E‘ZCDNA
‘ : ‘ i ' A B E RS 5 87 #R333
‘ = O - B A ELfth 3% A EEAICE
7 \ﬁ'ﬁH—_rRNA+ 4X Supeerx+ HO — )\/tb =) HQ |:| — E : T i) LT ) L ] m  w  m™  T0 ™M T

5 min —*5?5)5‘2£|3$9DNA+ Tﬁﬁéﬁ Note: AC, = C, (Suppliers) - C, ( Vazyme #R433 )



EAL-TIME PCR

DYE-BASED @PCR MASTERMIX

EmARY! Taqg Pro SupRealQ
omiaal cDNA ~ gDNA ~ plasmid DNA ~ ADNA
B E—MF gRES  EES BRFIRER@R4EERE - BIZGCERE
Taofg&0 7575 MBS A2 SR AZH
e 50°CLANEHEE M 55°CLATNEHEE M
RIS v A
ROX Universal ROX Universal ROX
FELRES Y XmETER 72 /A _E# (template + primer 4+ mastermix)
dUTP/UDGRA;5 247 \
&R
BERREDN v vV (BHTEE)
Universal ROX Passive Reference Dye : £ &3 SRy

Taqg Pro Universal SYBR qPCR Master Mix

g . . _ * N =S
Sensitive for detection of low expression gene #Q712:02 500 s (125 mia )
#Q712-03 2500 rxns (1.25 mI*20%)

O WA (20 pifrxn)

BRLE : 1 copy

E—4 : B{tbufferfc FME—MNR D F - KIZEHFIFERE—HH&EIE M primer—dimer
EES : Nigss{biiTag Pro DNA Polymerase » E¥HEXRIRER » ERESKRECT BeFAE
H=NRES | BIBECOREANRBEIRS - KRESEZRIGHR

O ZEMREL : 95°C, 3 sec/ 60°C, 10 sec* (cycling reaction)

*shortest extension time for amplicons within 200 bp

9
Q)
©
©

ABI Stepone (High ROX) B ABI QuantStudio 3 (Low ROX) Roche LightCycler 480 (Without ROX)
100 10 1 -
=t 0.9 ==
— D.&8
10 1 Q7 ||
c c c 0.6
% —— Vazyme #Q712 ‘I —— Vazyme #Q712 m 0.5 —— Vazyme #Q712 /
g —— Supplier TA N 01 —— Supplier TA " 04| ___ Supplier TA /
: 0.3
0.2 f
0.1
0.1 J oo 0 /
4 8 12 16 20 24 28 32 36 40 4 8 12 16 20 24 28 32 38 40 0 4 8§ 12 168 20 24 28 32 36 40
Cycle Cycle Cycle

2EABA - FFRROX reference dye » FBAMTBQPCRESR » MEEARRES LAEROXEE

Amplification Plot

- SURETIE M copies) 32:2 IM1.75 copy KIMycoplasma
Mycoplasma plasmid&Ei@B6  eov plasmidiE T8 - FRE
B1OEHERENREIGH & 50% Vazyme #Q712t8HER76% » F
g . 48> Vazyme #Q712°BH : :g; &Poisson distribution HERIE H
18Z1.75 copy (RIBZE0.35 ° 500
copies/yl » BILREEREE 0% . *1 copy WIIBEERERES Poisson

5 ) 0%
82O U Detection rate Non-detection rate

distribution# & » fEPoisson
distributionf9I2sREH - 1M £
copyfItE R £65%

Poisson distribution theoretical detection rate  [ll Q712

W Q712 ™ Other dye-based gqPCR mix



SupRealQ Ultra Hunter SYBR qPCR Master Mix(U+)

e . . . . #Q713-02 500rxns (1.25 mI*4%)
For absolute quantification of differential expression T B

#Q713-04 500 rxns (5 mI*1#E)

O Rt LIRIER ol
O BUKE : 1 copy (FHHBRERIFEZREKE - F %)
© B4 : BZEESRCCEEKam « FRERNARN S E R M
O L {Z8mBioSmart DNA Polymerase : BioSmart & EGE « A AHS * 3'iEmismatchifisl 1138
O [FREFESN : AR S (template + primer +mastermix) » BJFR4CIEI 72/ \BF B 1748
© dUTP/UDG Bhi5 %4t : Heat—labile UDG =8 TENAIR[EERTAY) - REBEREE N
O ZIBRFED : 95°C, 3 sec/ 60°C, 10 sec* (cycling reaction)
*shortest extension time for amplicons within 200 bp

7~

nnnnnnnnnnnnnn Melt Curva Plot

Amplification Plot

- A
fhane oduct length: 79bp Vs / \| 7 vaayme sarts
I — 9%: 68.4% / 1
o o C%: 88.4% Vazyme #Q713 / ““““
T e

——— Gene3
w0000

o s
., Supplier A

2000

ccccc

mmmmmm

g Eaiis 203 THMSERREERET
X /vazymemna /73\*& (EJ:)

HEEEREBIA Vazyme #Q713F05% W
ETRA SEREBETRHQVISERE
BREER (AL ERRSREE

|| | Suppliera

S—
[0 T T R T A B |
[
3
-
>

MBEE—E (X F) " o
L ﬁgjzgavmﬂ@mmne %l (32 8% %u 68.4%) EITHHT -
Vazyme #Q713 QSZFKFW% BERESR

PROBE-BASED QPCR MASTERMIX

EmRT ChamQ Geno-SNP AceQ BioSmart
BRmiaR FA MR —MRERm SRR (G MR M)
GCRIIBR SNPZEGCEE25%~73% EMGCEEB20%~75%
=) mEE got-—b7 L2710z 75
PRt /
ROX Universal ROX Universal ROX i
fEG‘EE A v IRGRIBR 72 \EFR Y 5IIRFBRRERT - LHATIIARSR
~/b/E R (template + primer + probe + mastermix) (primer + probe + mastermix)
dUTP/UDGRE 5 &4t v v v
&R
SNP#8I (<3E 13 ) B (<3&EmA) 3~AE@Al ~ fmIREH

EmAE FdUTP/UDG anti-contamination system [hi53 & 47 )

Heat-labile UDG Z=im FENPIEREERZURISHRY) - JHIRIRIR « (K ~ fRIBSHRENEqPCRNEE - EFIHEEE
REHANSEHEERNREE 0 SARERZERNEEE

T S Ny 99.6% 99.8% 99.7%

EEmRADBIAI 4 /40 /400 pg
s U 8RBl TdUTP/UDG

dUTP/ Heat-labile UDG PFH52 %%t

& || & (LD armasws SR T S - Zo, . o g5

% e uuﬂ' = 50°C-55°CHS » Hoat- g antl contamination system) ¥1;5

» - - e 5 RERBEREE - BRI RER

=g e lablle UDG SRREELE » A4S cDNA o BB IRACE « 5K PRI

/ N ‘ —wips : MERE.6% AL - ATERIRE
&l * I - 00 BRERAEREE

0 4 40 400
&) Heattabie UDG T dU contained dsDNA TJ AceTag® DNA Polymerase Input (pg)



AceQ Universal U+ Probe Master Mix V2

For general detection with high sensitivity

O <3EEHR A

© BIRKE : {Ef{IEcopies

O E—M  {EEE B/ Tag » &RENEY - RIHIHIFEE—4HIEIE
O HHEENERMRESRHE - FEEREEZEII%

©® Universal ROX Passive Reference Dye : & &i&EH

#Q513-02 500 rxns (1.25 mI*4% )
#Q513-03 2500 rxns (1.25 mI*20%E)
(20 pl/rxn)

StepOnePlus (High ROX) LightCycler 96 (Without ROX) QuantStudio 6(Low ROX)

0 3000 S0 0 MU 4208 600 HO0 K200 1500 G0 3140 MO0 ITO0 VOO W WX W €W &0 0 TN WE D W NS TN e N

Orche

2 EEA - fFFRROX reference dye » HRAFMBIPCREERS - MEEAENERS LAEROXEE

0700 go— 0.700
osw| —— Vazyme #Q513-EN - osm Vazyme #Q513 -EN
0500 Supplier A 0500 Supplier B
;0400 ;0100
20300 50300
0200 0200
0.100 0.100
0.000 0.000

300 600 900 1200 1500 1800 2100 2400 27.00 30.00 3300 3600 39.00 4200 4500 300 600 900 1200 1500 1800 21.00 2400 2700 30.00 3300 3600 3900 4200 4500
Cycle Cyce

FHEDPYDERFKIRDHT - Vazyme #Q51 3RS SR E BB H MR

BioSmart U+ All-Powerful Multiple Probe qPCR PreMix (ONE TUBE)

Multiplex detection for pathogen

#QN222-01 )
#QN222-02 500 rxns ( )
#QN222-03 2500 rxns (25 mI*13E)

(20 pl/rxn)

200rxns (1 ml*2

-
1mi*5&
© ZREEBEMR @ RIFEEE
O BURKE : Bz copies
O EEE(ZEMBioSmart DNA Polymerase : BioSmart P& EGE « IS ~ 3'Immismatchifihl 1158
O BEZHESB : ZREEMEE » 20%~75% GCEE ~ MEAMZ (MK « £ * Guanidine thiocyanate)
O EREESX : XESIIFETER (primer + probe + mastermix) FEEATER* » _EHERTINA BN BT A28l

*ACIEIAMER » 37CTF28K » REBRRS0RI ] A It Al
O FIEIRRE (309 EERSEAY) : 95°C, 1 sec/ 60°C, 10 sec* (cycling reaction)

*shortest extension time for amplicons within 200 bp

Standard Program Fast Program

METEE

Amplification Plot Amplification Plot

woson

wcoms

e

wsmn

w0

Sample 1 § ...

000

Sample 2 £ »

Vazyme #QN222

LADNA virust e8] - Vazyme #QN2227ESRE « TFLEARIRE®KI RE LT

Amplification Plot

Supplier B

Amplification efficiency: 101% __

EEEEE

Amplification Plot

H
H

ccccc

W Vazyme #QN222

W Supplier A

IRIRIELT » Vazyme #QN222TEBIRLE ~ FABRIREERM

& & # B & § 3
. B8 FE 58 0§ 3

Amplification Plot

Amplification efficiency: 99.8%
-

Amplification Plot

W Vazyme #QN222

M Supplier B

BEIREIET » Vazyme #QN2227EIRRIE T » IRIEEAEIO% I £

B



RoomTemp Sample Lysis Kit

Lyse samples within 3 min at room temperature

"“"-

O ZE)m3

DIEREMZE MR mMDNA

#P073-01 250 rxns
#P073-02 1000 rxns
(20 pl/rxn)

O FIRERMS © MR « )2RIR ~ JrgtmA mx
O MB2MEREN®  FESMFEERN - SEESRM -
O EYrIEEARE SNP ~ probe gPCR * PCR

Rl

7’6[01 XOn

R OBERF ~ FTAR

SNP#g8| : #EFEE ChamQ Geno-SNP Probe Master Mix (Vazyme #Q811)
gPCRE = : #EE AceQ Universal U+ Probe Master Mix V2 (Vazyme #Q513)
PCRIEIY : #EHAS 2X Rapid Taq Master Mix (Vazyme #P222)

2X Phanta Max Master Mix (Vazyme #P515)

1.50

B

1.00

' 7 0.0 I II II III I I III I-_I_I l_lllI IIIII

=]

o | 57|

[}

Vazyme #P073 12 Vazyme #Q811 B EERT2

-0.50
. " . -1.00 Genel Gene2 Gene3 Genel Gene2 Gene3 Genel Gene2 Gene3
thggAlood S\m‘gg E?lgr:ctie Wr:l?s%rl‘god ACr (Extraction Kit - RT lysis) ACr (Proteinase K lysis - RT lysis) ACr (Supplier T - RT lysis)
R R TR & SR @ S 150
NANN FFFL TS ‘ ) ,
AQ\ AN AN NN Q Q EDTA EDTA Citrate Citrate Heparin Heparin
e N l N l » S i L bloodi "blood2 "blood!  ™bood2 " blood1 " blood 2
RoomTemp ——" —— _———
S\;’;\ar;yprlr?eLX'sjiggt L oy 1 —— —RTlysis VS == Extraction Kit — RTlsis VS == Pfo"ey‘;:se K — RTlysis VS == Supplier T
R JR—— J—
FastPure Blood DNA -— -9-8 L 4 -
Isolation Mini Kit V2 = &8 - - BESESEENEN
Vazyme #DC111 s — w—— — — = - i e

ERERNBNENEARIZMTRR - B Vazyme #P2221RIBMEF ER

FRAREA IR R M RS - &l Vazyme #Q811 $I3EEEZA -
ERBETMIES VA E— B BRIDNAIRE

(EREETRERRMR(Vazyme #PO73) R EABIFNERE - ESiEIETES

ChamQ Geno-SNP Probe Master Mix

#Q811-02 500 rxns ( 1.25 mI*4%& )
#Q811-03 2500 rxns (1.25 mI*20%&)
(20 pl/rxn)

For SNP genotyping with Tagman™ MGB probes

© SNP#gI
O PI¥IMR

O RESEEE
© SNP{zEi D B ZERE !
O FRERES
© Universal ROX Passive Referenoe Dye : ¥ &8&

SRR mE R
oAl - 1-10 ng EmRAE
E/Z$E§25%~73% GCE=2&m
A FEMRE MREES + primer + probe + mastermix » AIR4CIEI 72/ \BF B 17188
B

Allelic Discrimination Plot Allelic Discrimination Plot Allelic Discrimination Plot

Allelic Discrimination Plot Allelic Discrimination Plot

2 0s. L X i 'Y .
; “ % B o L
. ”» - )

RidiEeed
ot 3d
% . i b 28 i. <
X x *
£ [ 7 < o . .'h . :’?‘-
25% GC 73% GC 0hr 72 hr pre-PCR 72 hr post PCR

$#rs951134 (GC E225%) frs12214 (GC S 273%) MfE
SNP{E4#58] » Vazyme #Q811E B BIFH BN E

{E B Vazyme #PO73EEL #Q8114%8 M
mERBEIE LRI -
ﬁ%ﬁmuﬂ‘iﬁ( )

iR - QPCRIRIBMIRETTAE
ERBICTFRT 2R EEAERIT) - L RESTEREIRE 72\
BB R EREE




"5+ JIONE=ST

ONE-STEP RT-QPCR MIX

EP RT-OPCR

BERAETY UniPeak AccurSTART
e EKE Ry Dye-Based One-Step RT-gPCR Probe-Based One-Step RT-gPCR
o RE — Rt om ZIEAR(EE S - BIREF)
TaofZ &7 7% MASE(EH MASE(EHR
EEREN v v
TRERIET( v v
ROX Universal ROX BHIROX Reference Dye
dUTP/UDGERI5 R %4t v v
&R
BERKREDN 4~5EBEE A

UniPeak U+ One Step
Dye-Based One-Step RT-gPCR

O HBEEZGCEE% Y » RES - BE—4=E
O FHMREFREBIDNAB— RN PR + gPCREE DT ¢
7 A HIgDNA wiper Mix + One Step SYBR Green Master Mix

O BESREER  BEZXHE 91 BRa’RE > SREEBEERE
© dUTP/UDG [pi5# 4% : Heat-labile UDG éum—FEUT REERTEY) -

® Universal ROX Passive Reference Dye : & &EH

RT-qPCR SYBR Green Kit

#Q226-01

250 rxns (1.25 mI*2%&)

(20 pl/rxn)

ReEGREE

O ZEMEREL 1 50°C~55°C, 3 min (reverse transcription stage)
95°C, 5 sec/ 60°C, 20 sec* (qPCR stage — cycling reaction)
*shortest extension time for amplicons within 200 bp
System 1 System 2 System 3 Non-specific system
SupplierA (ACr=Cr(test)-Cr(Q226) )
GC%
1= A H == P Concentration 1|Concentration 2
System 1 33% 5.25 5.47
;'\ : I : System2| 46% 0.99 114
/ \ ) \ \
S st |- EmE—— System3| 68% 0.74 0.80
Il Q226 M Supplier A

HEBHEARCCEERFIRA -
FHEFFE— MM - AMelting Curve S 1T 23R EBIERTAN #Q226F —%1(E

» Vazyme #Q226H RIS U E B RS EAN B



AccurSTART U+ One Step RT-qPCR Super PreMix (ONE TUBE)
Probe-Based One-Step RT-gPCR

#Q621-01 200 rxns (800 pl*1%&)
#Q621-02 1000 rxns ( 1 ml*4%E)
#Q621-03 10000 rxns ( 40 mi*1}#k)

(20 pl/rxn)

© ZERA(4~5518 - DNA/RNAL1EA)
O BRKE : @B copies
O —XRE—EREIETHRERR : ARG ~ primer ~ probeBlv] S B B
O FREESW : TIESIHFTER (primer +probe +mastermix) FBHATZH> » _EH#ERTHNAE REN AT #28)
*ACTFIN2E » 37CHEMER - REBERAS0XRAA] ATt
© dUTP/UDG BAI/SE# A4 : Heat-labile UDG =& NRIRJR[EERS2Y) - (REEGEREE M
O FIEREEL : 55°C, 5 min (reverse transcription stage)
95°C, 5 sec/ 60°C, 15 sec* (QPCR stage — cycling reaction)
*shortest extension time for amplicons within 200 bp

Amplification Plot Amplification Plot Amplification Plot Amplification Plot

"5 4°C 2w = 37°C 5d “ 50 times freeze-thaw = complicated sample 1
e
Q621(Control) Q621(Test) ol — e
) Amplification Plot Amplification Plot Amplification Plot e Amplification Plot
= acow ——— .= 37C5d ™ 50 times freeze-thaw = complicated sample 2

Supplier(Control)

Supplier(Test) T e o SRS e d
$2BII0Aprimer ~ probefit L Aworking solution » £ BI4E4°C 2iBIR1F ~ H37°C 5KIR1F - FINA template DNA template
HNEORRBREL - WAERINRESERE Vazyme #Q621 ] BIRDNA/RNASLIR A

i

#RC201-01 50 rxns

O txmmE : 5 x 100 48 ~ 100 mo#R4H

© RNA Isolater : 5E— AR Exm ~ fRETTERNA

O B BI4EAL large RNAs ~ small RNAs » 8y —R % total RNA :
MiPure RNAspin Column : large RNAs (>200 nt) § total RNA (large and small RNAs)
MiPure miRNA Column : small RNAs (miRNA, 20 nt-200 nt)

M miRNA Kit Trizol Ampification Plot Aplchtion thy:

MIRNA /7
miRNA /
P §u // total RNA
| R \.1 ,.\ ,/"v
BAVazyme #RC201 I Trizol9 Bl F 2tk (4R NEATHE HEK293 Cell Mouse Liver
4A%1) ZEIMIRNA » total RNA > {1 XEI& R 5]4] - #RC201 BRIMFEEERLA (Vazyme #RC201 -> miRNA ; Trizol -> total RNA) EEE¥ImIiR-16FKIE »

FTE2ERAIMIRNATRE A FRNA » 20118S ~ 283 RNA #RC201 ¥ i small RNAs (8 EmiRNA)RIHEXZE B TrizoliA



MIRNA Quantification

EIRJA (stem-loop) - 1st cDNA Kit #MR101

miRNA extraction #RC201 | /1nm | SYBR qPCR Master Mix #MQ102

DIEJA (tailing A) : 1st cDNA Kit  #MR201

wRlAE mMIiRNA EIR7% (stem-loop) miRNA JIEE (tailing A)
S DHTEEEMIRNA EEREEBEMIRNARIR
AR E (ETES (E3
ERIE—4 {ETYES (E3
B SEENE

RREE

—(E 3 EEEE E Y (E AR B —EmiRNASinternal control —{E2EEEEE Y EN A #238) Z{EmiRNA K internal control

6B EREFEEFE S D BIRAIMRNA K internal FR—EFEFEY T - A9 B EImIRNA g§ internal

control » FHEIRE control » EfEM S
R AmMIRNARES > BN 3%&primer : E5F%5T 1 f@primer :
na Stem-loop reverse transcription primer (B17&RK) Reverse transcription primer (HMR201ERSE)
EXETEEE _ :
gPCR Forward primer (B178H8)  gPCR Forward primer (BT8R
gPCR Reverse primer (#MQ102IWKF)  gPCR Reverse primer (#MR201AH)

SMEMFLOOR MIETMHOD

T arge&shg Specc{;c MERNA
kit (by stem-loop)

#MR101-01 50 rxns
#MR101-02 100 rxns
(20 pl/rxn)

O AFFRIMIRNAR 1st strand cDNA : #T¥115HImiIRNAGRET Stem—loop reverse transcription

primer 35885 A H1-RCDNA (MiIRNAFEF! +stem—loop/% %))
© BREL : (BEEpghtotal RNAKK R - I EJIEFSE AT RIMIRNARY #5 5%
O JZMAIE TmiRNA Primer Design] : @ AmiRNARFZ » I1B15EAStem—loop reverse

transcription primer » gPCR Forward & Reverse primer
© gDNA wiper Mix : 42°C/ 2 minBI AR FRGDNAIS

miRNA 1st Stra
" miRNA revers

Enter miRNA sequence (5'to 3):

#MR101 : Step 1. Genomic DNA Removal 5. [UGAGGLAGLAGGUUGUAUAGLU () 3 2n

Stem-loop sequence (5'to 3): RT Primer

RNaSE-fI’ee ddHZO to 10 pl 5 |ET[GT»’-‘\TI:I:.-’-\I}TG[AEEI}TEEEAEETATT[EM[TEEATAD}AE 3 44t MIRNA
5 x gDNA Wiper Mix 2 HI miRNA sequence:

Length: 22 nt
5 -~ UGAGGUAGUAGGUIGUAAGUY ~-3' o Design Step 1:
Total RNA 10 pg - 1 pg 3 == ACTCCATCATCCAACATATCAA --5' primers Stem_loop RT
Reverse transcription primer sequence: @

Length: 50 nt
5’ = GTICGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAACTAT -3 Clear

PCR template sequence:

LA LR L

#MR101 : Step 2. First-strand cDNA Synthesis Length: 86 by o ,
§ == TGAGGTAGTAGGTTGTATACTTGTCGTATCCAGTGCGAATACCTCGGACCCTGCACTGGATACGAC —-3'
3 == ACTCCATCATCCAACATATCAACAGCATAGOTCACGCTTATGGAGECTGGACGTGACCTATGCTG —-5' Ep Step 2:
RNase-free ddH20 to 20 pl bR pimrsousnce: @) forward primer Real time PCR
S mescomTaeTTor 3 1o /e A LAITE
Mixture from the last step 10 pl R : T B :
e+ s T UL, D
. SYBR® Green | reverse primer
Stem-loop primer (2 pM) 1l i )
@ [RBA9E miRNA Primer Design : Stem-loop primer #EBACEMNEER
10 x RT Mix 2 UI ® EHUAmIRNA . PN ) §|J ’ P\%‘% Eiﬁ?\mlRNA;EﬁﬁJﬁ61@Eﬁ§ ’ H%
| @ # TDesign primers - BN Tprimer HERFAINEprimer 3T - EVEEA

. ) N @ Stem-loop reverse transcription primer (for RT) Stem-I ¢ iofi )
HiScript Il Enzyme Mix 2 ul @a @ oPCR Forward primer & Reverse primer (for qPCR) em-loop reverse transcription primer



TAILING A METHOR

Screening ALL miRNA

d cDNA Synthesis Kit (by taili

NA 1st Stran

#MR201-01 20 rxns
#MR201-02 50 rxns
(20 pl/rxn)

O —REE—ERE—FTTHIEE :
PAPoly A polymerase (PAP)A&FTEMIRNA 3’ ZKimAl_EPoly (A) » BRFEFESTAEE A reverse
transcription primer - BHMGE R EBEREE—F STAFEERCDNA (MIRNARZ! + @8R 771 + oligoT)
O FE—4E : EAMRNANR ANEN R EREE - SRARERF{Epre-miRNARZ 85 E%
© HBMF TUniversal reverse Q primer) fft1&48qPCR master mix{£F :
?&@B?E%E’\]Vazyme #MQ102 + B17e%5TAIgPCR Forward Primer » SR E— 4 R ESNqPCRE=
FEBIEREEIDNA : PAPRETEIRNASNE I 3 — 2 1 88 % A cDNA

) wild-type RTase bioengineered RTase
#MR201 : First-strand cDNA synthesis miRnA 2 ’ m Al
) - 5 (17 3 sample 1 |-
2 x miRNA RT Mix 10 pl Poly(A) add ~————————— AAAAAAAAAA--- -
HiScript miRNA Enzyme Mix 2l RTReaction 5 AAAAAAAAAA3 - i o7
GsEs ) sample 2 |
Total RNA/miRNA 100 ng - 2 ug s l ’ RTase '
CDNAPp [T
Az eelido To 20 —[RIESA total MANA MPoly (N8 LIS AMRNANRABUEH RSB Tl BiC
*2 x miRNA RT Mix ESAJE reverse transcription primers Z#8Ex cCONA qPCRiZ B - Melting curve B E—1EELF

A Unimodal

#MQ102-01 125 rxns (1.25 mI*1%E)
#MQ102-02 500 rxns (1.25 mI*4%)
(20 pl/rxn)

O BEMRNAEED T (RBERIA+HIRE) ¢
EI S 2 amaVEENEBiosmart Taq » #T¥1F5IE ERIAIMIRNATRIG R HissFE— H B ESRE

O BRE  BEE1 pghIRNAKK M

© B BoE—RERIER  IFFEMATHRENRS%

O [FAEAMQI02WHMT 'mQ Primer R (E38%)) S2#MR201AME TUniversal reverse Q primer (1
%)) o BEBE1T7:R85THI9PCR Forward primerE[ =] #:8

© AU Internal Control primer : U6 Forward & Reverse primer GES%& : A ~ KE ~ /&)

® Universal ROX Passive Reference Dye : ¥ &EH
O ZiERREL © 95°C, 3 sec/ 60°C, 10 sec (cycling reaction)

Primer
let-7b UGAGGUAGUAGGUUGUGUGGUU let-7b | let-7c | let-7d | let-7e
let-7b  100% 5% = 0% 0%
#MQ102 : Prepare the mixture in a qPCR tube let-7¢ UGAGGUAGUAGGUUGUAUGGUU ) . R § :
let-7d AGAGGUAGUAGGUUGCAUAGUU | Synthetic  let7c = 4%  100% 0% 0%
2 x miRNA Unimodal SYBR gPCR Master Mix 10.0 pl let-7e UGAGGUAGGAGGUUGUAUAGUU | @9etDNA " let-7d 0% = 0%  100% 0%
let7e = 0% = 0% = 0%  100%
EJRER! R e (0 ) 04l g3 R A 1-2fEMREE RIMEMRNAFFIETRS  Vazyme #MQ10204 S B8 Biosmart
TagtaEB{Libuffer » BIRIGFERNE—M
#MQ102 included for stem-loop method : -
mQ Primer R (10 pM) 35.00
or 0.4 pl e 0 ']
#MR201 included for tailing A method : YoV e4 25.00 P d
Universal reverse Q primer (10 uM) / / w0 . o
‘ / / 15.00 oo e
cDNA from #MR101 or #MR201 X pl ] 7 ,\l 10.00
f / [/ y = 3.4097x + 9.966
A 5.00 Re=0.9994
ddH20 To 20.0 pl NN I AV A & A AREERE 0.00 E=00.40%
- 1 2 3 4 5 6

BURERIE Mpgy total RNA : 203TARAEASE6(E1 OfSHEEHIZ (1 pg - 100 ng) AIFEILEILR (Z)
Vazyme #MQ102 EAEEEEREBNRIFRIFEMERE (h)



No-Skirted ##2 Semi-Skirted 48 : FFAIHr24 ~ 48 ~ 729|,




